
T T A G (2) C (17) T (8) T (2) C (2) C (3) A (7) G (10) G (2) A (4) C (11) C (1) T G C G

A A T C G A (1) A (3) G (3) G (5) T (3) C (4) C (8) T (10) G (14) G (25) A (14) C (8) G C

H:A416ASP.OD2=N4

         A0418SER
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w:A478ARG.NH1=N6

w:A502ASP.OD1=N6

H:A502ASP.OD1=N4
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         A0443THR

w:A446SER.OG=O4
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