
A G C T T A A A A (1) A T (10) T (17) G (7) A (4) A A A A C T (18) A (19) T (32) T A T C C A T A A C C C A C (13) T (16) T G G (2) G G

T C G A A T T (4) T (2) T T A A (2) C (5) T (9) T (15) T (8) T T G A T (11) A (42) A T A G G T A T T (2) G G (1) G T (3) G (20) A (18) A C C C C

         K0378LYS H:K373GLN.NE2=O4 H:K370ARG.NH2=N7          K0288SER H:K307ASN.ND2=N7

         K0319ILE

H:K307ASN.OD1=N6

         K0317SER

V:K328LYS.CE=C7

         W0271PHE          W0197LYS

         K0473TYR          K0369SER

V:K367TYR.CG=C7

         B0390LYS

         K0305THR

         K0308ILE

         K0304ALA

H:K303THR.OG1=N7

         W0394LYS          W0391SER          W0273LYS


