
T C G A A A A C C C G C A C T A T T G C A A C A G

A G C T T T T G G (8) G C G T G A T (2) A (5) A C G T T G T C

H:A401ARG.NH2=N3 V:A369ILE.CG2=C7          A0170GLU

         A0280SER


